Supplementary Table S3. the proportion of samples with hypermethylation CpG sites in each of universal down-regulation genes.
	Gene symbol
	Proportions

	CWH43
	72.17%

	METTL7A
	69.57%

	SCNN1B
	68.70%

	CKB
	61.74%

	MAL
	60.00%

	CCKBR
	59.13%

	SLC7A8
	58.26%

	ALDH6A1
	56.52%

	STX12
	55.65%

	UBL3
	51.30%

	ESRRG
	48.70%

	AQP4
	40.87%

	ERO1LB
	-
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